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TRACKING Y CHROMOSOMES THROUGH TIME

Geneticists can track the path of ancient migrations by examining genetic markers in Y chromosomes from men wh hailfrom different parts of the
world. Each marker,such as M168 or M8S, identifies a ineage of men and where the lineage originated. By buikding an evolutionary tree based on
observing many living peaple with the markers, invstigators can determine the approximate ages of te lineages.
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P <0.05 is shown in bold BDHI Bussi Durkee Hostility Inventory, TCI Temperament and
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Association of the s allele of the
5-HTTLPR with neuroticism-related
traits and temperaments in a
psychiatrically healthy population

Journal of Affective Disorders

Star-crossed? The association of the 5-HTTLPR s allele with
season of birth in a healthy female population, and possible
consequences for temperament, depression and suicide
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